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Effects of IGBP1 on proliferation and tamoxifen resistance

in ER—positive breast cancer
Tan Wenhao, Liu Shengchun
(Department of Breast and Thyroid Surgery , The First Affiliated Hospital of Chongqing Medical University)
[ Abstract] Objective : Used CRISPR Screen, a forward gene screening technique , to screen for the tamoxifen—resistant target gene , im-
munoglobulin binding protein 1(IGBP1). Then we verified whether IGBP1 was overexpressed in tumor tissues of clinical patients with
breast cancer and explored the impact of IGBP1 on cell proliferation, cell cycle, drug resistance , and other phenotypes in patients with
estrogen receptor—positive (ER") breast cancer, with the aim to provide potential targets for the diagnosis and treatment of the disease.
Methods : Public databases were used to analyze whether the expression of IGBP1 was different in the tumor tissue and paracancerous
tissue of patients with breast cancer. Kaplan Meier Plotter was used to predict the impact of IGBP1 on the overall survival (0S) of
patients with breast cancer. The impact of IGBP1 overexpression and knockdown on cell proliferation, cell cycle, and drug resistance of
ER" breast cancer cells was verified using functional experiments following ER* breast cancer cell infection with lentivirus. Finally,
public databases were used to identify genes that may be positively or negatively correlated with IGBP1. Results : The results from the
public databases showed that IGBP1 was highly expressed in breast cancer tissue. Survival analysis showed that patients with high
expression of IGBP1 had poorer OS. Cell functional experiments showed that cells overexpressing IGBP1 had significantly faster prolif-
eration and cell cycle and increased drug resistance than control cells, while the results were opposite for cells with IGBP1 knockdown.
There were known oncogenes such as NOP53 among genes that were positively correlated with IGBP1. Conclusion : IGBP1 is highly
expressed in ER" breast cancer. Either overexpression or knockdown of IGBP1 will affect the proliferation, cell cycle, and drug resis-

tance of ER™ breast cancer cell lines, suggesting that IGBP1 may
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improve drug resistance in ER" breast cancer and thus be one of the

potential therapeutic targets for ER" breast cancer.
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